: An amino acid sequence alignment for all known enamelin sequences corresponding to the regions centred of the 32 kDa enamelin cleavage sites. No other species, apart from the pig, exhibits both the N and C terminal cleavage sites generating the pig 32 kDa enamelin.
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Several species have potential cleavage site P-L that might be recognised by the protease responsible for generating the N-terminal of the pig 32 kDa enamelin (highlighted in yellow). However, none of these species have the requisite C-terminal cleavage site responsible for generating the 32 kDa enamelin analogue (see below). Hippopotamus (C8C1R3_HIPAM) contains a potential 32kDa enamelin cleavage site R-S (highlighted in yellow) but lacks the required Nterminal cleavage site required to generate a 32 kDa enamelin analogue.
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